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Research Progress on Olfactory - Related Proteins and Their

Functions in Grasshoppers

JIANG Guofang
(College of Oceanology and Food Science,Quanzhou Normal University, Quanzhou, Fujian,362000,China)

Abstract: Olfaction plays an important role in the life activities of insects. Odorant Binding Proteins (OBPs)

and Chemosensory Proteins (CSPs) play an important role in the olfactory system of insects. In recent
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years,with the rapid development of genomics and transcriptomics,locust OBP and CSP genes of grasshop-
pers have been successively identified,and the functions of some OBP genes have been gradually confirmed.
In this article, the species, structural characteristics, expression distribution, there-dimensional structure and
physiological function of OBPs and CSPs of grasshoppers were summarized, which provided a reference for
the identification and functional study of more insect OBP genes,and laid a foundation for further revealing
the chemical communication mechanism between insects and environment and opening up new pest control
strategies.

Key words: olfaction,odorant-binding proteins,chemosensory proteins,odordant receptor,grasshoppers
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