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1.2 #ikiERE

BRBIEINAREHRILA L A RE 3 g HAMK
10 g,NaCl 5 g, B3I 18 g, pHEH N 7.0—7. 2; T 5
B FRANA .

BRAG(NBEFHRIEAQ L AFRE 3 g EAMK
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B 25 D1 % CAshby) 35 3% 5 (1 L) : CaCO, 5 g,
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813 g.pHEN7.0—7. 2; H T E AR5 .
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7.0—7.2; TR TAA B M EME S E R E .
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min, 2 K FE 5% B il 40 2L He 5 9 8 W A o 4 i, 6
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MEGA 7.0 R K EH .
1.3.3 AAMmE R Adx

I LB R I < 2 B 2R ) O 1 T 1 1
WA T Ashby W& 573, 28°C (180 r/min
EIREREG R BN GMES 3 K. 20lES 3
d FEE 7 d BT bbb B 41 55 % BE AL G ¥ k5 A
0V R A BH P 5 R BH M B PR O Ak T 42 R 3] Ashby
MR B L 28°C BRI 1 5 L E SR ARIR G IR 3 IR A TR R AE



I"ARZERFIR,2020 £,36 &, 5% 2 # Journal of Guangxi Academy of Sciences,2020,Vol.36 No.2

IEE AR B A R R

VR RE I . 2 IR R D TR K A
PREERD T NBRIP 3552 54k [, 28°C RS 6 d J5 s
WSR2 B V% JEL B OGO B Bl MR B, 5 3 W o
A 200 DA e R B . KD O 10 B I B P TR AR 7 NB R
P85 5 56 v 1% 9% RO, 100 R R R AN T
NBRIP ¥ 435 3 £, 28°C 1150 r/min #3555 6 d
Jei s FHARBR BT LG ik AR 6 B o 1 23 53 1 3 VA Ak

PRk AR EE J1 I 2 : 2 B8 Schwyn Al Neilands ™
() CAS SR K% 105 10 RE I P B s #2 T CAS 5
R b, 28°C BT IR 5 d, WLEEHE I 455 57 3
R B AR Ak, 5 TR T T R e B AR U Sh
PE. KPR M B AR R L B R T MKB B3R S h, 1
28°C 150 r/min 2514 F 5% 5 d, BRSO S5 2
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Table 1 Distribution and relative frequency of endophytic bacteria in Millettia speciosa
BRGSO 0 bk AL Cllakaset AR
No. of strains  The most similar model strain Similarity (%) Quantle of Relatlveu
separation frequency (%)
ST1-5 Proteus mirabilis (KC456539) 98 4 6.78
RT7-1 Alcaligenes faecalis subsp. (KC790302) 99 2 3.38
RH17-1 Burkholderia sp. (KF788025) 99 1 1. 69
RH17-2 Rhizobium sp. (JQ697681) 99 1 1.69
RH17-5 Leclercia sp. (KP265974) 99 6 10. 17
GRI-1 Pseudomonas koreensis (KFA424274) 98 1 1. 69
GR2-1 Pantoea dispersa (GQ200831) 98 1 1.69
GR4-1 Providencia vermicola (KX098543) 98 5 8. 47
XDRoO-1 Stenotrophomonas maltophilia (KY078806) 98 2 3.38
XDR1-2 Acinetobacter johnsonii (KY767512) 98 1 1. 69
XDR3-4 Bacillus sp. (KC857472) 98 3 5.08
DR1-3 Bacillus oryzaecorticis (KU877673) 97 3 5.08
DR5-1 Bacillus safensis (KR708899) 99 3 5.08
TBRO Micrococcus luteus (KT003279) 99 2 3.38
TBR7 Pantoea sp. (KR029327) 98 3 5.08
TBR10 Kosakonia pseudosacchari (NR135211) 99 7 11. 86
NR5-3 Paenibacillus castaneae (NR044403) 99 3 5.08
NR7-2 Bacillus sp. (KP126830) 98 3 5.08
RHI1-4 Brevibacillus sp. (GU471747) 99 1 1.69
SH2-6 Myroides odoratimimus (JE775418) 99 7 11. 86
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Fig. 1 16S rDNA phylogenetic tree of endophytic bacteria
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Table 2 Activity of endogenous bacteria to promote the life

o. of Nitrogen . .

strains fixing phoaphate detebcnon production
(mg/L) (23] (mg/L)

RH17-2 + 9.10 49.76 6.17
RT7-1 — — - -
RH17-1 + 8.67 — —
TBR10 + 1. 60 — 12.68
RH17-5 + 3.33 65.29 1.75
TBR7 + 17. 44 - —
GR2-1 + 2. 44 65.97 12.68
GR4-1 + 4.90 — 16. 30
ST1-5 + 3.84 — 29.48
XDR1-2 — 4.28 70.19 43.10
GR1-1 - 4.62 61.12 -
XDR3-4 + — — 20. 40
DR5-1 — 10. 44 — -
XDRO-1 + — - -
NR7-2 + 14.78 — 13.02
DR1-3 - 9.50 69. 39 21.48
NR5-3 — 7.52 - 35.48
RHI1-4 — 7.94 — 1.11
SH2-6 - 15.12 73.12 —
TBRO - 14. 81 — 31.35

VE R B — R B
Note:"+" indicates positive result," —
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AT CAS P I E PN AR 48 B 10 7= 2k B RE T
SRR (F 2) .7 BRI AE AN T RLPE R AR L & £
RSB 3520, BRI ERYLH 6 bk A AR
R PR AR R 7 R AR TS M > 50 00, Hoh A
Pk XDR1-2 43 iR BRI PE B3k 70.19%
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indicates negative result
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Abstract: To explore the diversity composition of endophytic bacteria isolated from Callerya speciose , endo-
phytes were isolated from the rhizome tissue of C. speciose that was sterilized on the surface. The diversity
of endophytic bacteria was chosen to make phylogenetic analysis for the genetic diversity by 16S rDNA se-
quence analysis,and the ability of nitrogen-fixation, phosphorus dissolution, siderophore production and IAA
production were used as indicators to detect the growth promoting properties of endogenous bacteria. The re-
sults showed that a total of 59 strains of endophytic bacteria,including 20 species of 16 genera,were isolated
from the roots and stems of Callerya speciose sand Bacillus were dominant bacteria. Among the 20 strains,
11,17 and 7 strains had the potential of nitrogen-fixation, phosphorus solubilization and siderophore produc-
tion,and 13 strains could synthesize IAA. Among them, RH17-2, RH17-5 and GR2-1 strains had four
growth-promoting characteristics of nitrogen-fixation, phosphorus solubilization, siderophore production and
IAA production. In summary,the endophytic bacteria isolated from C. speciose have rich species diversity and
growth promoting characteristics,and have potential application value in future agricultural production.
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