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Abstract: This study aims to provide a reference and inspiration for the microscopic study of fouling biology
and marine corrosion by revealing the characteristics of the bacterial community in the micro-biofilm. Three
different methods, including traditional dilution coating method, flow cytometry counting method and 16 s
rDNA amplifiers high-throughput sequencing, were used to analyze the fouling bacteria community structure
in the micro-biofilm of Qingdao Zhonggang winter seawater and glass plate. Experimental results showed
that the concentrations of bacteria in the surface layer and bottom layer of seawater in winter were 0. 300 X
10° CFU/L and 0. 069 X10° CFU/L, respectively. The concentrations of bacteria in the micro-biofilm of the
surface and bottom glass plates were 0. 072X 10" CFU/L and 0. 021 X10° CFU/L, respectively. The bacteria
in seawater and glass plates were dominated by Proteobacteria and Bacteroidetes. In addition, the composition
of the bacteria community in seawater was highly consistent with the bacteria in the micro-biofilm of the
glass plate. In this paper, different experimental methods are used to reveal the characteristics of the bacteria
community in the micro-biofilm, which is of great practical significance for the in-depth study of biological
fouling, fundamental solution to the problem of marine biological fouling, and the formulation of green anti-
fouling measures.

Key words: micro-biofilm, fouling bacteria community, structure analysis

CRERTLEIY S - d




