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Abstract:[Objective] To investigate the diversity and biotoxicity of culturable actinomycetes
isolated from Gorgonian Anthogorgia caerulea collected at the Xieyang island. [Methods]Cul-
tivated marine bacteria were isolated from Gorgonian Anthogorgia caerulea collected at the
Xieyang island by using conventional culture-dependent method,and then investigate their di-
versity by using phylogenetic analysis based on 16S rRNA gene sequence comparisons. Ac-
tivities of the crude extract of strains isolated were tested through brine shrimp lethality.
[Results]We isolated 23 bacterial strains from the sample in media( 2216E, NA and ISP2 )
supplement with seawater. On the basis of morphological and biochemical characteristics, we

selected 23 strains to perform a phyloenetic

analysis based on 16S rRNA gene sequences.
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The results showed that there were 2 subclass,9
family,9 genus and 23 species. Activity results
showed that the crude extract of 10 strains
showed obvious brine shrimp lethality. [ Conclu-
sion] Gorgonian Anthogorgia caerulea collected
at the Xieyang island showed high diversity of

actinomycetes,and some of them showed obvi-
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ous biotoxicity against brine shrimp.
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Table 1 The colony characteristics of marine actinomycetes from Gorgonian Anthogorgia caerulea collected at Xieyang island
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No. Color Shape Height Uniformity Surface humidity Transparency
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Fig. 1 The phylogenetic tree constructed based on 16S
rRNA gene sequence analysis of strains isolated from Gor-

gonian Anthogorgia caerulea collected at Xieyang island.
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Table 2 The comparison results of cultured marine actinomycetes from Gorgonian Anthogorgia caerulea collected at Xieyang island

RO RA UM/

- =2 e i PR B F L BE
RAZ [ EUCT T T L
gro};pi{/quily Strain Number Closest type strain (accession number) Similarity( %)
Firmicutes (5) 101 Streptom yces malachitospinus NBRC 101004 99. 87
103 Micrococcus yunnanensis YIM 65004 99. 87
104 Modestobacter versicolor CP153-2 99. 47
105 Kocuria polaris CMS 760r 99. 87
106 Kocuria turfanensis HO-9042 99. 60
107 Rhodococcus pyridinivorans PDB9 99. 60
108 Modestobacter marinus 42H12-1 99. 60
109 Dietzia maris DSM 43672 99. 60
110 Pseudonocardia carboxydivorans Y8 100. 00
111 Micrococcus luteus NCTC 2665 99. 87
117 Nocardiopsis alba DSM 43377 99. 06
118 Micromonospora sediminicola SH2-13 100. 00
119 Kocuria sediminis FCS-11 99. 20
121 Saccharopolyspora pathumthaniensis S582 99.73
123 Saccharomonospora azurea NA-128 100. 00
124 Streptomyces rubrogriseus LMG 20318 99. 60
125 Streptom yces violaceorubidus LMG 20319 99. 60
126 Modestobacter roseus KLBMP 1279 98.53
127 Pseudonocardia alni DSM 44104 99. 87
128 Rhodococcus corynebacterioides DSM 20151 99.73
129 Micromonospora aurantiaca ATCC 27029 100. 00
130 Dietzia schimae YIM 65001 99. 20

131 Gordonia bronchialis DSM 43247 98. 66
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Table 3 The brine shrimp lethal activities of cultivated ma-
rine actinomycetes from Gorgonian Anthogorgia caerulea col-

lected at Xieyang island

EiglRes FETA L LDs, 9596 B AR X [a]
No. Fatality number Confidence intervals
(mg/mL) of 95%
] -
20 Z 0.2 Mi;lFirIIEéum Maj;ilrr%um
101 33 24 16 0.021 0. 000 0.263
103 26 21 14 0. 534 0.068 1.516
104 33 21 12 0.811 0.011 3.722
105 35 26 17 0.111 0. 000 0. 506
106 21 16 12 2. 180 0.082 10. 702
107 31 22 12 0.777 0.244 1.767
108 7 10 9 =>20 \ \
109 35 21 14 0.226 0.039 0. 540
110 20 12 9 13. 460 2.420 1. 766
111 24 19 11 1. 849 0.425 7.542
117 29 16 10 0.796 0.136 2.352
118 23 16 10 3.414 0. 604 52.916
119 30 17 12 1. 045 0.271 2.721
121 18 15 9 11.675 2.092 2.705
123 9 8 9 =20 \ \
124 34 22 14 0.561 0. 190 1.167
125 36 27 13 0. 207 0. 044 0. 460
126 19 14 11 8. 656 1. 497 6.347
127 22 18 15 0. 799 0. 000 9. 800
128 21 17 10 3.229 0. 374 16. 287
129 24 14 12 1. 387 0.392 4.293
130 34 22 14 0. 409 0.134 0. 831
131 28 19 11 1.373 0.478 3.358
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Note: Fatality numbers of the brine shrimp obtained from three par-

relled repetition
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