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Abstract: The genomic DNA of five Scylla paramamosain which collected from Guangxi Beihai
were obtained by nondestructive and destructive sampling and evaluated using the quality of
genomic DNA and PCR amplification concerning target gene and ISSR. The result showed that
the OD,,/OD,y of the genomic DNA obtained by nondestructive and destructive samping were
1.75~2.01 and 1. 81~ 1. 94, respectively, which indicated that the quality and the purity of
genomic DNA obtained by two different samping were roughly the same. At the same time, the
length of target gene were about 600bp and the band patterns of ISSR of the same one were
identical by either nondestructive or destructive sampling. There is no qualitative difference
between the genomic DNA from nondestructive and destructive sampling. The genomic DNA
from nondestructive sampling can be used in other molecular biology studies.
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