J R B o 4

Journal of Guangxi Academy of Sciences

2010,26(2):140~142,145
Vol. 26,No. 2 May 2010

Rz MBI R i R E AR
General Situation of Prokaryotes and the Composition
of Marine Prokaryotes

’?’]‘E—g—ly E&%ﬁﬁﬁ29lg’:%l9%ﬁ%il* %
SUN Pi-xi',CHEN Ying-zhi’, WANG Zong-xing',CHEN Hao-wen'

. BEEHRE WP, IWARFES  266061;2. 2l b5 AR 2 e , 32 3 8 , BT e 2 M
WI53704)

(1. First Institute of Oceanography,SOA , Qihgdao,Shandong,ZGGOGl ,China; 2. Madison Area

Technical College ,Madison, W153704,USA)

T MR R A A W B I 43 26 40 R SR oy B 3 A A CHR B Y DR A W Y R L JR R A R B U
T 4 R R U R P 4L

X@REARAY HE AW WEHE SN

REZESHES Q39  XMIFIAM:A  XELHS:1002-7378(2010)02-0140-03
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