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Abstract: White and brown Agaricus bisporus with Juncao without manure were cultivated.
According to the relevant determination standard of nutrition ingredient, nutritional components
of white and brown Agaricus bisporus, such as crude protein, amino acids, polysaccharides, fatty
acids were determined and compared to nutrient components of Agaricus bisporus with normal
cultivation. The results show that the nutrient ingredient of Agaricus bisporus with Juncao
cultivation without manure is similar to or slightly higher than that with normally cultivation. By
comparing white and brown Agaricus bisporus cultivated with Juncao without manure and with
normal method, the content of crude protein was 28% and 30% higher;the total amino acids
were 30. 5% and 20. 13% higher;the content of 8 kinds of human body essential amino acids was
14. 2% and 16% higher;the content of fat is similar with different composition of fatty acid
components. The amount of unsaturated fatty acids is over 80% of the total fatty acid in Agaricus
bis porus cultivated with Juncao without manure.
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