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Table 1 Development and application of molecular marker technologies in the genetic diversity studies of Paphiopedilum species in

China
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Research Progress in Ecophysiology and Conservation Genetics
of Paphiopedilum (Orchidaceae) in China

WEI Xiao" " ,ZHU Shujing, YANG Yishan

(Guangxi Institute of Botany,Guangxi Zhuang Autonomous Region and Chinese Academy of Sciences.Guilin, Guangxi, 541006,
China)

Abstract: Paphiopedilum has rich germplasm resources in China,and 34 Paphiopedilum species are known
to be native to China. The regions such as Yunnan and Guangxi are the main distribution areas of Paphiope-
dilum in China. Paphiopedilum species are widely valued for their distinctive floral morphology and high or-
namental appeal. Nevertheless,prolonged exposure to multiple threats,including overexploitation,habitat de-
struction,and population degradation, has resulted in a drastic decline of wild populations of certain species
and a corresponding reduction in genetic diversity at varying levels. It should be noted that Paphiopedilum
hirsutissimum and P. micranthum are listed as national second-class key protected plants, while other
Paphiopedilum species are classified under the category of national first-class key protected wild plants in
China. Against this backdrop,increasing attention has been directed toward the research on the ecophysiolo-
gy,conservation genetics, and phylogeny of Paphiopedilum species. This review summarizes the research
progress achieved over the past decade, systematically synthesizes current findings and existing challenges,
and proposes future research directions and recommendations,aiming to provide a scientific basis for the de-
velopment of conservation strategies and further studies on Paphiopedilum.
Key words: Orchidaceae; Paphiopedilum ; photosynthetic characteristics;leaf anatomical structure;genetic di-
versity; phylogeny
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