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Research Progress on Stringent Response of Plant Pathogenic
Bacteria

LIU Guofang'" * ,SU Huizhao®, QIN Sigi'

(1. Guangxi Key Laboratory of Polysaccharide Materials and Modifications,School of Marine Sciences and Biotechnology, Guangxi
Minzu University, Nanning . Guangxi, 530008, China; 2. Disciplines Construction Office, The First Affiliated Hospital of Guangxi
Medical University, Nanning, Guangxi,530021,China)

Abstract: When bacteria live in a nutrient-deficient environment,in order to adapt to this harsh environment,
the bacteria themselves will have an emergency response. Bacterial stringent response is still one of the hot
spots in biological research. This emergency response is carried out by intracellular signaling molecule
(p)ppGpp,which can bind to RNA polymerase and regulate many cellular processes, including pathogenic
bacteria,and can be used as a drug target for the prevention and treatment of bacterial diseases of animals and
plants. Plant pathogenic bacteria are widely distributed and can cause many important diseases of plants,cau-
sing significant economic losses to many crops. In this article, the research progress about the stringent re-
sponse of plant pathogenic bacteria was reviewed, including Erwinia amylovora , Pseudomonas syringae ,
Pectobacterium atrosepticum , Xanthomonas citri subsp. citri and X. campestris pv. campestris (Xcc). This
review will provide a reference for a comprehensive and in-depth understanding of the emergency response of
plant pathogenic bacteria and the effective control of plant bacterial diseases.

Key words: plant pathogenic bacteria;stringent response; RSH; (p) ppGpp;global regulation
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