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VOZ AP B JE R 5, IR 25 W0l S5 0 i 240 i )
I EAR B — @ ROR H 2 A R R AR B 09 25 Al AE
IS T ) 7 R T 250, 52 e N B3R 9T A .
PRI 34 i 28 AR B A 1] 1 B 9 24 1 R BRAE
B AR fifE R ) R
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R e A Rk BN AR A B R B A R &
MBI, & 3 AR A 9 A ET R, e T AR
JE T '] (Proteobacteria) \ it & # ] ( Actinobacteria)
FEBER ] (Firmicutes)"™™ . BN, 778 21 44 bk £ 352
RV TE C S B 2R EY) e im e, 305
A NG 3 Fh 21 R AR ) S AR B 4 e b 4y B A5
] 4 Bk EA M H A REBR R BOR T . IR
WHSTEE RAESE T )7 P ZL R AR L 204 A S AR B
- K R A 20 T BE 8 Wb 22 Fh DI RE I L A= 7 BAT B
TV P RN BT AE W D TR 3 M 0 W B O R R S 1
PGB T 15 Bk N AR T R LA A 7 SRR 2 AN R AR
VRIKZEAG A B0 Ty o B I MRS 3 3o T M O S A
—BR T VH £1 B AR - R R 0 B F R MCCG 2008
I EARE N E RS W R D, izl
A W RE I 28 BE Z2 B R 40 O 8 T R IR T

HITAOT T PG 2L A% A - 338 ke 5 1Y) 40 T Y F T 32
B TR AE Z FEVE A3 AT B R I LA K B B R K] 43 A 4
X e e P i v AL & W B B B b S KT TS L
ZLR bR L v 7 2 1 R 6 57 A BT G A R 3 ) B Y
ARG IR AN A ST AL S 00 e 200 R AR A BIF ST
Gt ok A0 3 BO R & (Cell Counting Kit -8,
CCK8) 2 3 A7 1% 1 T Ak 1 7 35k , 4 Hf K& PR 384 3R AU
SE ST 1 TR AR 8 028 o I P9 P 3 B A = A
3 BN HC BT 7 A B 3 P U AR AR W R AT B Al
VA AL S W TE UK S0 Xk B 0 g 40 496 B 1 400 ) g
I3 it 2B AT VU £L R AR A 3 A A
PRV 1IN SRy T R TR A T S W R 24 ) 2 IR 5 A
B

1 MHERFIE

1.1 ###
1.1.1 EBEHIR

B R TG 6 204 AR O 4 X (108°3125” E,
21°53'15" N) B & M AL W AR 5 cm 2247 () 4, #F 5

AE R, S 7 S B W R DA b S A R O R B R MR Y 3 A

KA B A B R A JF T 72 h N R IR AT .
1.1.2 &2

657 FH £ £ TR 9 40 D Bk TWO3 1 5-8F Ry I
R 2 S WA 9 S 3 = K IR A
1.1.3 #HAik

ANTE o B R S IR AR AR iy AT E
BLRBC G0N o B0 H i i A MR B IR B R Ak L- R
PN 1.0 g, IR 0.5 g, Hih 10 mL, & &L 1%
W 10 mL,E8 7K 1 000 mL, 5% 15.0 g.pH {8
T.2- 7.4, VE KA BE IR e 5 SR L AT MR VE M
10.0 g, #j 43 4% 1.0 g, H il 10 mL, & & £ B 10
mL. % F/K 1000 mL,Bifg 15.0 g.pH {H 7.2 -
7.4, A WE RS R BUIE B SRL ARE 10. 0 g, K i
20.5 g, 5B 10 mL, 2B FK 1 000 mL, B
fE15.0 g.pH {H 7.2 - 7.4, M B3 ML 2 8
20.0 g, 2 A AF 10 mL, 877K 1 000 mL. &
15,0 g, pHMH 7.2 - 7.4, #HFEBIRE L 2 5
(ISP2) . ZZF Y 2.0 g, #4505 2.0 g. B B3 HL
P 2.0 g £BF/K 1000 mL, Bl 15.0 g, pH f&
7.2-7.4, B4 %W MgSO, - 7TH,0 0.5 g,
KNO, 1.0 g.NaCl 0.5 g,K,HPO, 0.5 g.NH,NO,
0.1 g, FeSO, 0.01 g, MnCl, - 4H,O 0.001 g,
ZnS0O, + 7TH,0 0. 001 g, EE 7K 10 mL,

2 B AR B FR L & 30 % (V V) H MY ISP2
WAL 323 s Reasoner's 2A (R2A)F;3:3L. E R
MR SR 5L S 10 %0 iR A 1M T (35 B 2% Bkt AR B
NEDUR I HHERBEAR AL B EREA
BN D) 1 e B 8 R A 7 (PR B R AR A 2R (PO B 97 3
(DMEM, 3 E FE 8k LR BHE A FD
1.1.4 MNBELHZAL

EVOQ & {0 3% - 57 31 Bt FH AX (#2 [F Bruker 24
A]) . DD2 B A R A (e R ZHER R AR A D,
LRH-150F 4 fb 55 5% 4 (L 57 kB 22 AU A8 A FR A
A]) . IS-RDV3 a7 A fH 4 35 & R M 6 i+ A [R
ANHED  SW-CJ-2F 3 TAE & (R MAE 5 8 Ak TR
HAHRAFD , WGL-230B #4 H 8 X T B2 46 (R He i
TR AT BN D o 48U Ab il 40 i 15 77 4 (55 B 2%
2RO R B A 7DD, Multiskan GO plate reader %
DI REEAR AL (38 [ B KR BHE A A
1.2 A&

1.2.1 T3Ami s 5 ik

T R AR L O TR G SR L R T

65°C Hl KT 144 T 48 30 min, FREXL 2. 0 g B4 ] 20
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m L TG P /KR A )k A 3 TR B S 48 TG TR K R
AT 102 M 10 ° P BB AURER . B 200 pl MIRETR
Gy T 5 Tl AH TR 4> B B SR b IR IR A A,
28°C FHHIR IR, FERK IR S PRI 7 R H =
DX R 2k v 4l Ak B bR S0 U Y TR R R S 309
(Vo V) H ol iy el B OISP2 Wi Ik 85 32 B i 12 8
T = 80°C ¥ VR
1.2.2 R EHEK

Gy 8 A AL 5 1Y TR 43 0l 3R R T A 200 mL
R2A WARKGF= 5200 = M . 7E 180 r/min.28°C 4%
TFFIRGH R 7 do B0 KRR, R EE LI W
ERFU TR S TR AL 3 WG - VR YR 48 3 A5 2 eV
LY, K HLER P i T — H LA (DMSO) - 4
TR L JE AR L JE A 1 me/mL M IEHE . 4 B
SBORT B8 A4 A 00 1 S5 W 68 40 B bk TWO03 i 5-8F, Hl T
fift DMEM 55 3% 5L 0 8 5 X 10" 4~/ mL 1Y 240 g 5 )
JE AT 96 FLAR I, B LI A 41 BB 100 pL, F
37°C 5% CO, HEFEH i % 55 5% , 15 40 M 0 BE )5 5
FUIMAKEW 1 pL, [FBFEC 1 oL DMSO #1 1 mg/mL
22 32 Fb B 43 A by BF R B 4 % B . 96 FLAR 7E 37°C
F 1 Y 165 rRNA F1E REEF 5 85 18 R0 51 9

CO, B #MHIE 24 h J5 . &L A 10 pL M3t
¥R 7 £ (Cell Counting Kit-8, CCK8) ¥4 i » FF 4k 4%
SR 1.5 b ff 22 D) BE MG AR X AE 450 nm 40 P & 1
JEAH . AW J) = (OD gy — OD sy )/ (OD gy —
OD ;) X100% , BEAHEMEL 3 K,
1.2.3 WhHsRERERZ

i F Chelex-100 # i5 75 #2 BUAH B DNAM, 2
ARSIV )7 HE EAT PCR 9714, 4% JE P 184 B 75 5
Pl 1. PCR P=H128 1.0% 508 B %k 15 A vk 46
A% ZFCAC TR A Y H AR A B w7
50 M, T A5 2 50 {8 B Contigexpress Bf 3 )5 3% 15 52
#A 16S rRNA atpD FlrpoB FEHFEH], KT 48
RGK B R F A MR F AR 1Y 16S rRNA,
atpD Fl rpoB FEHF 3| LI K 16S rRNA + atpD +
rpoB £ 3 ¥ ¥ 4% 58 & EzBiocloud server' I
BLAST 6 #F 47 DU i b X, 3k BOA 2503 X 5 51 75
MEGA 7. 0" v ffi i 85 K L SR (Maximum-like-
lihood) 3% 8{ 48 2 (Neighbor-joining) M @ R E K F
B 25 5 SCEAFEE N 1000 K.

Table 1 Amplification and sequencing primers of bacterial 16S rRNA and housekeeping genes

#: M Gene 5% Primers JF51(5'—>3") Sequences (5'—>3")
16S rRNA 27F AGAGTTTGATCCTGGCTCAG
1492R TACGGCTACCTTGTTACGACTT
atpDM atpD-F GTCGGCGACTTCACCAAGGGCAAGGTGTTCAACACC
atpD-R GTGAACTGCTTGGCGACGTGGGTGTTCTGGGACAGGAA
rpoBHH rpoB-F GAGCGCATGACCACCCAGGACGTCGAGGC
rpoB-R CCTCGTAGTTGTGACCCTCCCACGGCATGA

1.2.4 BAAMBEFHAERANER
PR AR IR T ISP2 [ 1A K5 3% 36 I, 28°C 16 il %
F2 7 d MEFF I SRR TE B RRAE . S BRCRE 2 R %
T OE IR R T A 43 26 RN 0 s )P B O ik L i
A GEN I MicroPlate™ {3 A 6 0 5 4 A Bk 5 A1)
RSB . 7% k20 250 10 Jr 2 0F B8 ik E £ g 1 R
I 5B WAL | G W O A SR 7 HL S K R RE
F1HIR
1.2.5 RSBy B A EMER
10 mL G PERBR R PR AN 2 1 L MM R
ML 3 A B2 10 L, £F 180 r/min 28°C &4 F

PGSR 7 do B0 KRR, R EE b R S
TN SR S TR A 3 WA WA MR 4 T J5 45 31 % 19
WAL L) (125.6 mg) ., A 2.5 mL HY i i fL 48
Yy )5 G mk AT 2 AT 43 85, AR 2 BT RE S Sl 100 — 200 H
PLZ TR TG © FHEE (90 @ 1—0 © 100) 6 3 vk it . 25 1
JZ2{43% (Thin Layer Chromatography, TLC) ¥ #1H ,
HIEM R 44y, 215 3 19 e 44y, B Fr. 1 -
Fr. 19, & 415 &0 % 78 k vk 4 Ja Fl DMSO ¥ fig f
26 0.22 pm JC W AL BRSSO DR D A RE S,
CCKS8 72 K I 45 4 4 1 3 1 75 21 5L A5 e 5 A &1 41 if
BRI AL 53 . B IS 8 P A s i A 53 A 36 Ak B i 1
“hik .



HIWE,EH,BEH, % T EM

1.2.6  EHEALE M 8 00 5 75 PR AE

T TEAE AW DMSO % ff L 2 IR 41 i 19 96
FUA £ BTG PRI vk S IR 1. 2. 2 1, Hoh s Ak
B FERE FE R E N 0 - 16.9 pmol/L, LA H
Xof N 98 41 B Kk TWO3 F1 5-8F B 2f 30 il ¥ i ( Half

Inhibitory Concentration,ICs) ,

2 ERG5HM

2.1 EHEKRHNREXRESW

HHEM 16S rRNA JEFFFIKE R 1 341 bp, 5
LA R R R G BE A5 Streptomyces cavourensis
NBRC 13026" () 16S rRNA FEPH 55 HA 99. 0% 1
AL o T -5 G Ath % 85 17 %) AH DL M 38K T 98. 8%,
IR E X AR R TRER R R . M1 R 2 AT,
TELL 16S rRNA JE T KAUSR L 2 5L T 51 (16S
rRNA+atpD + rpoB) B FTAIZEMENRE LT
B rf B RE MCCG 218 5 4% 85 1 Ja 1) G i 17 ik 2 4
.- LRIETZHE THSEWEE. AN
Streptomyces sp. MCCG 218,

Streptomyces cavourensis subsp. cavourensis

77136 (MF459682)

Streptomyces puniceus ATCC 19801" (KC790270)
99 Streptomyces parvus ATCC 12433" (LC427321)

Streptomyces cavourensis ATCC 14889 (MT378440)

Streptomyces sp. MCCG 218 (MZ234171)

Escherichia coli U5/41"(NR_024570)

Bl 1 BBk MCCG 218 2T 16S rRNA X [H 3 51 1 55 &
PIRERG R T LR

Fig. 1 Phylogenetic relationship analysis of strain MC-
CG 218 based on 16S rRNA gene sequence by maximum like-
lihood method

2.2 HE¥ MCCG 218 WESMAEEBE LS

Wk MCCG 218 76 2t | 1) 1SP2 [ fR Ky 5% 5k
Wige 5 dJa, SO 5 R A AU SRR B VR
ANIIE: €L R UE- & 51 SN N E | ¥ VN (]
KB ER TP B B BE B # v (B 3) . A
A AR AR B L 1 Bk MCCG 218 fig=4: H, S,

BREMRAMK T EAEFER LFERS SN

ANBE > il I A BE WAL WA S . T R MCCG 218 REF)
FHAR e L-FLIR . 3- Y Mk 4 2 0 DR W | -4 e L 2 R
M2 OMR D-3ERR V2 TR . L3RR D-1H 87 i L 8-
HH BBE-D- A5 08 1 L N- S BE-D-2: ZLBE e . D- BT 441 i L D-
LR F TR B TR IR - T R VB BT TR - T R AN
L-FE A SR S VR S Bk U, FLme R T g 0 5 HE il o
ZEHRE S, cavourensis NBRC 130267 FH {0 , # g #)
SR A A W A R B UR L BT MR MCCG 218 AN fig 41
f#H MM S, cavourensis NBRC 13026" A8 F] F H il

99 Streptomyces bacillaris ATCC 15855"(CP029378)
89| ~Streptomycessp. CFMR7 (CP011522)
99 Streptomyces sp. MCCG 218

Streptomyces sp. S8 (CP015362)

Streptomyces sp. KY70 (LR881952)

Streptomyces finlayi NBSH44 (CP045702)
Streptomyces griseus subsp. griseus

NBRC 13350 (AP009493)

Streptomyces globisporus TFH56 (CP029361)

0.0050
—_—

Bl 2 Btk MCCG 218 BT Z )AL R KT
KR
Fig.2 Phylogenetic relationship analysis of adjacent sys-

tem of strain MCCG 218 based on multiple sequence sites

Bl 3 Tk MCCG 218 £ B R 1 1SP2 [ {4 B 35 3k 1 (¥
WKL E
Fig. 3 Colony morphology of strain MCCG 218 on the

modified ISP2 solid culture medium
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2.3 EHELEYNEHBASHT

T Ak B 0 8 FR 3 i S 48 800 MIH 2 A% i 4t
o U AN L A W LR H AL LR Ak 2 FEOR .
&Y 1 R AL A% A0 5635 . H-12(8y, 6. 43) (H-
11(3y; 5. 91) F1 H-13(8y; 5. 34) i Bl AH 56 1 , 4 I H:

X2 &YW 1H'H-NMR %4 47 (CD,0D,800 MHz)
Table 2 'H-NMR spectrum analysis of compound 1 derivative

(CD;0D,800 MHz)

J¥ 5 No. 8y (J in Hz) J¥ 5 No. oy (J in Hz)

1 - 18 -

2 - 19 -

3 6.76(s) 20 2.21 (m)

4 - 21 3.66 (m)

5 5.87 (d,9. 1) 22 1.69 (m)

6 2.47 (m) 23 3.48 (m)

7 3.48 (m) 24 1.88,1.26 (m)
8 1.86 (m) 25 0.85 (t,7.2)
9 2.37 (m) 2-CH, 0O 3.70 (s)
10 - 4-CH, 1.97 (s)
11 5.91 (d,11.2) 6-CH, 1.07 (d,7.2)
12 6.43 (m) 8-CH, 1.03 (d.7.04)
13 5.34 (m) 10-CH,4 1.65 (s)
14 3.81 14-CH; O 3.23 (s)

15 4.97 (m) 16-CH, 0.99 (d,6.9
16 2.82 (m) 18-CH; 1.79 (s)
17 6.06 (d.10.7) 22-CH, 0.96 (d,6.6)

Note:" — " indicates no data

gitgrh S AL R (8 4) , X SRR AR g 5 T
MIEL dh IR A R AL MRS AR . Rk & W)
1/ H-NMR F 3% LB A E 3k is B R Al RS £
T—AiTF 8y 6.06(] =10. 7 Ha) B W&, IF7E CO-
SY i @Rl T 5 8y 2. 82Cm) [ AR 1k , 4 ) 1= o
KRR AL PRI LA T RN A T —
5, AW 1R H-24(5, 1. 88,1. 26) £ COSY &
{05 CH;-25(8y 0. 85) #H &, #E Wi Ry 24 7 1 7 HY 5
RS — A H A, XS IE N WoR TG
1 5E8EER Al WERE.B5C M EHIEE
% Al T4 %) (17,18-dehydro-19, 21-di-O-methyl-
24-demethyl-bafilomycin A1) —Z" SR 7E %4k &
W 1) A% R S B R A B 2 A4S B AR T BRI (8
3.70 1 oy 3. 23) , R BLHEIZ AL & W Nk T 19 A1 21
A AR IR R R AL T A (17,18-de-
hydro-24- demethyl - bafilomycin A1), % HRESI-
MS 37 R A% 1 m/2z 591.3101 [M+ H] ", %
MZ AL & W0 4 7 B O 590, i B B 9K R R AL
(Cys Hs Og) B 4> F 1t Hy 622. 83, ik — L I6IE T 4k &
Y1 IR &R AL T EY Co Ha Oy (B 5),

CH-18 o

o
CH,0-2 CHO-14 CH.4 CH,1024-H ¢

|

e
U CH.-25 -
lom 17-H SH 15- =
o
&
M=
o
¢
@%l ¢ | o
!
A | | .
2=
o ¢ g
- ' 9 v [~
] e o
3 : i
% M ] 9 b ' 1 o
1 , L)
(e VT <
8f a0 L oo
T T T T T T T T T T T
8 6 4 2 0
3y F2 (ppm)

B4 a1 R AR A E R RE I (COSY . CD,; OD)

Fig.4 Homonuclear displacement-related nuclear magnetic diagram of compound 1 derivative (COSY,CD;OD)
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Fig. 5 Chemical structure of compound 1 derivative
2.4 EHULESYHNRMEIEYE

TG PR G P8 F DMSO % i i il A 7] e BE i
FEWE . 22 CCK8 Al & L 3R K 25 % AL 1 A= 9 %
LW 40 kR TWO3 1 5-8F 26 BE H 4% 4 1 41 i 75
£, 1C, H50 90 2. 7 pmol/L F1 9. 2 pmol/L,
3 itig

e L0 20 24 1, 24 BF 58 /N2 A LL R bk
IR A rh oy B B 1 000 g PEIES W, H
HA 10 260 R IR T A B PR O £ A PR A T WA
JEPAR M2 UR B ARG NV T 4T B b
v o B B e A B — PR BE A8 7 A PR ST S R g T R A
YW H M E MCCG 218, £ L 16S rRNA. atpD F
rpoB FER T IT () R G2 K& B 43 M K %W H & T
HWE W, 4 N Streptomyces sp. MCCG 218, &
T 16S rRNA FE P91 (9 Lo % B, % W bk 5 R LR
CEEE T S. cavourensis NBRC 13026" H A i1y
RGO FR ORI -RALIK [CHE 75 Bk R 4 b 4 5 2R 7
ZR T IEPUE AL G W 0 A )G ORE R L 0 2 K
% D.Nonactic acid Fll Prelactone B %%V . HEiH £
ASPRAUZH E R AR TG BE 25 R K T P o3 B9 45 3
2 FLA 0 Il 938 0 R BRI T AR A
mEsEER BL LR E R C1.EHKER D,
T ntk & 25 4k A 9 . TG T B % (Nonactin) , HL {6 7 28
(Monactin) #1 —.3 B & (Dinactin) &, #E 5 H H A
FIORGE R MR MCCG 218 1] At HL A7 /5 77 3 6 7%
PERAACE Y BE ) . AW 38 Ak 2 o3 B NG
PRI B 7R N MCCG 218 11 & e H 43 35 4%
B —ANIE VAL A W R RN BT A I K 3% P Ak
Y REIIEER ALY 2 WY K BAE S
T MCCG 218 5 H R R Wbk /R IO i 0 2 A
A IR R R LS YR fE

ELIRIg & R — KO A 16 T E M2 KR
WNEERPER 25 EH 30 LM H 3B K E R NiEE
B AL B 5 (Kitasatos pora) Y R

AE R, S 7 S B W R DA b S A R O R B R MR Y 3 A

16L& C B E S LA ST Al P UM PR
ZAIE R TN N R S S 78 PR TR B % SN
RiE . ASTFIE I T IR A R AL AT AE YN
FE A MR TWO3 1 5-8F 114 4i i 85 1% , 1 1Cs, E 5350
H 2.7 pmol/L f1 9.2 pmol/L., BIRZLXILEWEHE
BRI PR ¥ 97 o (A2 HL g v 4 & 2 A F o
O FREABL Y B R AT L A2 G RIS AR J0U B, M LA SE i fk
P B AT OB A i H AT R A LR I
B 2% A7 TR AEAE 7 i AIK HL R AR 7 AR = A i
ANREWE R TAL L AR T oK. BB R AW
MCCG 218 By & 3, Jy BF 57 2 35 9% 25 2 AR W) & U 5%
BE D) 22 WE M SR AL T RARE O E— 25 R AR Ak 3
&AW E YA LA B S AR R T 25 W D R B E
T

4 iR

LRI ZEE T 20 B A Y R L = A R
PERSR W 5 kIR . ARWEGE T P 20 bR+ 4
T B AR B RRRE 5 2 7 ELA TR BT S W g T )
BT B B A W MCCG 218, JFE B 1 3206 P 9 Bt o 2 3
WEEALMAEY., ETEBEERN) IEDE T
IS SR 1) 20 M B 1 T MR AL B W 1 Rk BRA BN B
SEIRIT W O K BRI 22 R AR .
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Screening of Mangrove Soil Bacteria Producing in Vitro Anti-na-
sopharyngeal Carcinoma Substance and Analysis of Its Active
Components

HUANG Yiying', LI Zhe’ ,PAN Xinli*, HUANG Yuanlin®, HU Wenjin®, LI Fei*,

WANG Qiaozhen” s HUANG Shushi’ . ZHOU Xiaoying' , WEN Wensheng' " "
(1. Department of Otolaryngology-Head and Neck Surgery,the First Affiliated Hospital of Guangxi Medical University, Nanning,

Guangxi,530021,China; 2. Guangxi Key Laboratory of Marine Nature Products and Combinatorial Biosynethesis Chemistry, Guan-
gxi Academy of Sciences, Nanning, Guangxi, 530007, China; 3. National Engineering Research Center for Non-Food Biorefinery,
State Key Laboratory of Non-Food Biomass and Enzyme Technology, Guangxi Key Laboratory of Bio-refinery, Guangxi Biomass
Engineering Technology Research Center, Guangxi Academy of Sciences, Nanning, Guangxi,530007,China;4. Life Science Institu-

te, Guangxi Medical University, Nanning, Guangxi,530021,China)

Abstract: A strain of bacteria with anti-Nasopharyngeal Carcinoma (NPC) active substance production poten-
tial obtained by activity screening was studied,and the active substances produced were isolated and purified
to explore its anti-tumor research and development value. The nasopharyngeal carcinoma cell lines TW03 and
5-8F were used as the test objects. The Cell Counting Kit-8 (CCK8) method was used to screen the bacteria
with the potential to produce anti-nasopharyngeal carcinoma active substances in vitro from the mangrove
soil collected from Beihai, Guangxi. The active strain was classified and identified by gene analysis, bacterial
morphology and physiological and biochemical characteristics. The compounds with anti-nasopharyngeal car-
cinoma activity in vitro were obtained from the fermentation broth of strain by column chromatography sepa-
ration and activity test tracking. The structure was identified by nuclear magnetic resonance spectroscopy and
low resolution mass spectrometry. The results showed that the strain was identified to belong to the genus
Streptomyces sp. by multilocus sequence analysis of 16 S rRNA and housekeeping genes (azpD and rpoB),
named Streptomyces sp. MCCG 218. An active compound 1 was isolated from the fermentation broth of this
strain. The compound was identified as a derivative of bafilomycin Al (17,18-dehydro-24-demethyl-bafilomy-
cin Al) by spectral analysis and literature comparison. It showed strong inhibitory activity of cell prolifera-
tion against nasopharyngeal carcinoma cell lines TW03 and 5-8F. The Half Inhibitory Concentration (IC;,)
value was 2. 7 pmol/L and 9. 2 pmol/L,respectively. Mangrove-derived Streptomyces sp. MCCG 218 can pro-
duce bafilomycin Al derivatives,which can inhibit the activity on the proliferation of nasopharyngeal carcino-
ma cells.

Key words: Guangxi mangrove; Streptomyces ;isolation and identification;anti-nasopharyngeal carcinomaj; ba-

filomycin Al derivative
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