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(J3) 4b B2 40 1 1Y Ace. Chao $5 B39 I F % 8 41
(J4) , & B 33 5 o 4k 38 0 =X 0] BE A 4 T 48 B Y R K
T A B AR (3 ) B3 R AR (P <Z0. 05) , H it Al 52
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Fig. 3 UPGMA cluster analysis of microorganisms in

rhizosphere soil under different fertilization treatments
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tained from soil sample sequencing of P. polyphylla var.

chinensis
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groups bacteria (V3= V4) fungi (V5 - V7)
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Fig. 4 Venn diagram of bacteria and fungi OTU in the
rhizosphere soil under different fertilization treatments
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Table 3 Physical and chemical properties of the rhizosphere soil of P. polyphylla var. chinensis after different bacterial fertilizer
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Note: Letters A,B,C,D,E and F behind numeric values in the same column respectively indicates the level of soil nutrient evaluation: Rich,richer,
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Effects of Different Bacterial Fertilizers on Microbial Diversity .,
Physical and Chemical Properties of Rhizosphere Soil of Paris
polyphylla var, chinensis

XIAN Kanghua,SU Jiang,FU Chuanming, HE Wen, LIU Baojun, HUANG Ningzhen,
HE Jinxiang
(Guangxi Key Laboratory of Plant Conservation and Restoration Ecology in Karst Terrain, Guangxi Institute of Botany, Guangxi

Zhuang Autonomous Region and Chinese Academy of Sciences,Guilin, Guangxi,541006,China)

Abstract: In order to better screen the types of microbial fertilizer suitable for artificial cultivation of Paris
polyphylla var. chinensis and provide a theoretical reference for the industrial production of Paris polyphyl-
la var. chinensis , the high-throughput sequencing technology was used to analyze the effects of different bac-
terial fertilizer treatments on rhizosphere soil microbes of P. polyphylla var. chinensis. The results showed
that there were 23 phyla,57 classes,125 orders, 185 families,284 genera,and 525 species of bacterial groups
detected in rhizosphere soil of P. polyphylla var. chinensis under different fertilization treatments. And 8
phyla,26 classes,54 orders,66 families,69 genera and 82 species of fungus groups were detected. Proteobacte-
ria, Acidobacteria, Actinobacteria and Chloroflexi were the dominant bacteria. Basidiomycota, Ascomycota and
Mucoromycota were the dominant fungi. After application of Bacillus subtilis, the richness and diversity of
bacteria decreased significantly,while B. amylolique faciens had no significant effect on bacterial richness and
diversity. Both of the two bacterial fertilizers have no significant effect on the number of fungi in the rhizo-
sphere soil. But B. subtilis could significantly increase the diversity of the fungal community, which would
significantly decrease when B. amylolique faciens was applied. Both microbial fertilizers could cause a signifi-
cant decrease in the content of TK,TOC and AK in the rhizosphere soil,and the pH value increased signifi-
cantly. The total nitrogen (TN) content decreased significantly when B. subtilis was applied alone and the
two bacterial fertilizers were mixed, while the TN content increased significantly when B. amylolique faciens
was applied alone. The two kinds of microbial fertilizers have different effects on the microbial community
structure and diversity of the rhizosphere soil of P. polyphylla var. chinensis, and the application of microbi-
al fertilizer would cause significant changes in the physical and chemical properties of the rhizosphere soil.

Key words: Paris polyphylla var. chinensis, microbial fertilizer,rhizosphere soil, microbial diversity,physical

and chemical properties of soil
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