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Fig.1 Macrolactin A biosynthetic gene cluster
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Fig. 2 Combinatorial assembly of PKS modules
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Research Progress in Macrolactins Bio-synthesis

GAN Yuman, HUANG Bingyao, TANG Zhenzhou, LIN Xiao,GAO Chenghai

(Institute of Marine Drugs,Guangxi University of Chinese Medicine, Nanning, Guangxi,530200,China)

Abstract; Macrolactins show significant inhibitory activity on most of gram-positive and gram-negative bacte-

ria,and has potential application value in the fields of disease treatment and agricultural pest control. Howev-

er,the content of macrolactins obtained from wild-type strains is relatively low,which is not conducive to fur-

ther research on this type of compound. Based on this, this article introduces the research results of macrolac-

tins biosynthesis gene cluster, gene cluster recombination, engineering strain construction and fermentation

optimization. The difficulties in biosynthesis of macrolactins and the direction that the next research should

focus on are also analyzed, which will provide a reference for its further research and development.
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