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Abstract: Amylase is a general term for enzymes (glycoside hydrolases) that catalyze the hy-
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drolysis of glycosidic linkages into starch molecules. Because of their diverse amino acid se-
quences, wide variety of sources, and large differences in their properties, there are several
methods for classification. The most common method is the formation of starch-hydrolyzed
products of anomeric carbons. With this method amylase is divided into a-amylase and B-amyl-
ase. Several amylases have been successfully commercialized and widely used in various indus-

tries currently. In this paper the classification of amylase and its application were reviewed.
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Table 1 Comparison of amylases from different sources

. Lactobacillus

EMEE(EC 3.2.1.98),
4 DEMARXXEREEX S

M FIER R 2K L, FHIR 12, 1 23 AR A 4t
FF 2 T B0 75 BEOR ST 43 2 U AN BE R AE IR 1 45
N ELA SR 3 I 0 R PR Sy R T A I L A
TR A BB & 45 fe TS 1 0 R T R A . X
43 2y R AN BE AR AL T A A B O I 2 A
TR VE B 8 7 S TP 25 R T BB S PR AR AR = i SRR e 1 L
JE A B PSR TT RE I A IR 4 s R U b A
ZEFUFT R A o U8 B B AE 28 o P AR I Ca? ' RS, B
T R BE A 22 R ] 32°C T,

02 R U A P T 2 O o B N T L T
Fae M R iE O pH fH L pH BRUE P W R AE  AH N 1
b AT LRI 3 R R (60°C L ) L R (30 ~60°C) Ik
T (30°C LA 3 #3 il AR 7 (pH /N T 6. 0)
(pH {H 6. 0~8. 0) . B M€ ¥y W (pH H K T 8. 0O LA
T v 8 GE R it A6 5 0 R TE B R 1) Ok VR 40 i 28 R, ST
A3 R A 0 U R G L TR T A I AL U R T L S )
TENTE . — S AS R IR A [R) il 2 P S5 % S A I 2
1R,

L yE RE e . & NaCl ik g

K Ky B Rk L3 R pH fil e
Sources Type reaction Optimum concentration

) o reaction pH )

temperature (°C) (mol = L™1)

WK ZEHIFT 18 Bacillus liceniformis M Bacterium 95 6.0~6.5 —
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