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Abstract ; This review comprehensively summarizes the research progresses and future prospects
in both the basic and application studies of xanthine oxidase (XOD). The achievements, pro-
gresses and prospects for XOD study are systematically presented in five aspects:1) gene,pro-
tein,catalytic mechanism and biosynthesis process;2) metabolic pathway, physiological roles
and pathological effects relating to XOD, and diseases caused by abnormity of XOD;3) produc-
tion status and existing problems of commercial XODs; 4) progress and future prospects of
XOD applications;5) suggestions for future research prospects.
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Catalytic mechanism of xanthine oxidoreduc-
tase
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