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Abstract: The xylanase xynB gene from Aspergillus niger was cloned and its introns were
trimmed off by overlap extension PCR. An expression vector was successfully constructed by
ligating the xynB with vector pYES2 and

transformed into Saccharomyces cerevisiae

:2013-03-06 INVSC1 using Lithium Acetate method. The

:2013-03-28 signal peptide of xylanase B was replaced with a

(19849, signal peptide to identify the effect of signal pep-
’ tide on the secretion of expressed protein,recom—
* 973 (2010CB736209,2012CB723605) , 863 . .. .

binant S. cerevisiae pYES2-xynB with xylanase B

C  2012AA022106, 2012AA023406, 2012AA022302, ioinal si 1 tid d bYES2- B h
2013AA050701) , ( 2010DFB63590, ~OT'8iNal signal peptide and p xynbra with «
2011DFAS1910) ) -signal peptide were obtained. The result showed
10100019-21, 1099071, 1140010-15) , that the Xylana.se B was expresse(-i successfully.
( 12937092 . A target protein band of approximately 24kDa
(2012GXNSFAA053062) » was identified on SDS-PAGE gel map. The opti-
(10YJ25SW15.12Y]25SW04) , mal action temperature of expressed xylanase B
. was 50°C and the optimal action pH value was 5.
* % . 0., Mn®" inhibited the activity of xylanass B

strongly. The induction time of maximum activi-
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ty of xylanase B decreased from 72h to 48h by replacing the xylanse B original signal peptide

with o-signal peptide. However, the replacement of signal peptide caused the decrease of the

maximum activity of xylanas B from 7. 59U to 3. 97U.
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Fig. 3 Detection of xylanase B by SDS-PAGE
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M: protein molecular weight standard, 1: S. cerevisiae

pYES2,2: S. cerevisiae pYES2-xynB
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