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Abstract: Two o-galactosidase genes aglsand agl; »amplified respectively by PCR from the ge-
nomic DNA of Trichoderma reesei s were respectively electric transformed the S. cerevisiae
strain INVScl using expression vector pYES2. The agl,and agl; were verified to be expressed
respectively in the recombinant AGL, and AGL; by agarose electrophoresis analysis of the Bam-
HI enzymatic digesting products of expression vectors isolated from recombinants. Cultivation
in the medium with glucose or raffinose as carbon resource,the growth of both recombinants
was significantly faster than that of INVScl strain,the maximum cell number was occurred 8
hours earlier than INVScl, and the cell distribution in media was changed from some extent
flocculation of INVScl to the complete free status of both recombinants. However, the result
was difference with the previous investigation,neither recombinants nor INVScl could grow in
the medium with melibiose as carbon resource. The results imply that the growth of industrial
S. cerevisiae strain can be enhanced to facilitate the ethanol fermentation by transformation of «

-galactosidase genes from T. reesei . Since no any

relationship between o - galactosidase gene and
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;2013703726 microbial growth or cell flocculation was repor-
(19825 . . , ted previously, the mechanism of the results
should be addressed future
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