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Abstract The xylose isomerase gene xylA of Thermobifida fusca was successfully cloned in the
yeast expression vector pY ES2 to construct recomninant that consume xylose to produce
ethanol. The fused gene was under the control of the galactose-ind-ucible promoter( PGAL). The
recom binant plasmid was transformed into the yeast stain Saccharomyces cerevisiae INV Sc1 by the
lithium acetate method. The recombinant strain named INV Scl/pYES2-x y/A was abtained. The
recombinant xylose isomerase activity was determined by the modified glucose oxidase assay and
showed the highest activity at 75 C and pHG6. 8 Production of recombinant xylose isomerase was
seen in the Coomassie stained SDS-PAGE gel and the molecular mass was estimated to be
43kD. Glucose and xylose cofermentation by INV Scl/pYES2-xylA were carried out, the
consumption of xylose and the production of ethanol were 53. 8 and 36% higer than the control
strain INV Sel /pY ES2.
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