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Abstract The present study was undertaken to evaluate the association between GSTM 1 and
GSTT1 gene polymorphisms and risk of hepatocellular carcinoma. Cases and controls study the
genetic polymorphisms of the genes at an aflatoxin high contaminated region in
Guangxi. Polymerase chain reaction ( PCR) technique was used to detect the presence or
absence of the GSTM 1 and GSTT1 genes at the blood samples. The case group was composed
of 181 patients of HCCidentified by the pathologist and the control group was composed of 360
adults without any tumor. The frequencies of GSTM 1 and GSTT1 null genotype in the control
were 47.8% and 42. To respectively, while in the HCC group were 64 6% and 59 7o
respectively. The differences between HCC group and the control group were very significant,
P < 0.01. GSTM1 and GSTT1 combined null genotype in HCC group and control group were
38.Z% and 18 3% , the difference was significant (P < 0.05). The GSTM 1 and GSTT1 null
genotypes were associated with an increased risk of HCC in this AFB1 high contaminated
region.
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Table 1  The comparison of GSTM1 and GSTT1 genes
deletion
GSTM 1 GSTT1
Group § -+ Deletion - + Deletion
rate(% ) rate(% )
HCC 181 117 64 64. 6 108 73 59.7
C 360 172 188 47.8 154 206 42.7 "
ontrol

Comparison of two groups, * 12= 13.7643,P <
0.0L;* * 2= 3,7585,P < Q 01
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Table 2 The expression of GSTM1 and GSTT1 genes in HCC
(110 cases) and control(135 cases)

GSTM I(- ) (% )’ GSTM 1+ )(% )

Genoty pes
HEC Control group Control group
GSTTI(—) 42(38.2) 25(18.5 24(2L.8) 28(20.7)
GSTTI(+ ) 28(25.5 39(28.9) 16(14.5) 43(30.4)
£ GSTTI(-)  GSTMI(-)HCC Q2=

5.8630,P= 0.015 ,

Comparison the combined GSTM1 and GSTT1 null
genotypes between the HCC and control groups 12 = 5. 8630,
P= 0.015

brackets are percent.

Data out brackets are the number of cases, data in
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